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 a form of NVT, has shown increased colonization after
vaccination. NTSPn arises from mutations in the cps locus
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Lack of a capsule raises
concerns due to its greater

potential for horizontal
gene transfer (HGT)

This study aims
to identify the
antimicrobial
resistance
(AMR) gene
profile in NTSPn
isolates.

AimAim

MethodsMethods

ResultsResults
Among 536 Streptococcus
pneumoniae isolates, 42
isolates (7.8%) were
identified as NTSPn, with
15 isolates carried the
pspK gene, thus classified
non-encapsulated clade
NCC1.

42
35.7%

64.3%

AMR determinant gene were detected in 35 NTSPn isolates (83.3%), with in silico predictions. Notably, 33
isolates (78.6%) exhibited resistance or intermediate susceptibility to co-trimoxazole, associated with point

mutations of folA and folP genes, tetracycline resistance was observed in 28 isolates (66.7%) carrying the tetM
gene, while macrolide resistance (7.1%) was associated the presence of ermB and mefA genes.

NTSPnNTSPn

This study highlights significant AMR profile in NTSPn isolates, with co-trimoxazole
showing the highest resistance rate associated with mutations in folA and folP genes

ConclusionConclusion
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