Effect of Carbapenem Exposure On The Fitness of
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Table 3 : Number of strains that survived carbapenem exposure

Conclusion
Time based induction Concentration based induction

ESBLEC MG 32 48 57 32 48 57 Our findings show the presence of ESBLEC in migrant communities and their

- phenotypic stability post-carbapenem exposure, posing a risk for forward
IMP Induction 3 2 3 2 3 .. . . . . .

antimicrobial resistance dissemination.
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