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BACKGROUND RESULTS

v IBD is a chronic intestinal Phylum Level Abundance Study Microbial Functional Pathway Study
condition primarily divided into
UC & CD o Naive TNBS bes Peptidoglycan biosynthesis IV

(Enterococcus faecium)

v IBD results from structural
imbalances or dysbiosis in the ’
microbiome

v' Firmicutes and Bacteroidetes
are the predominant phyla in
the intestines, with
Proteobacteria and
Actinobacteria comprising the

majority of other bacteria

v' Plants compounds are being |
investigated as  potential 0
remedies for a variety of |
inflammatory disease :
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v’ Microbial restoration and maintenance of
symbiotic condition

v" Gut microbial pathway modulation College of Medicine
Rahaman et al., 2025 v Demonstrated therapeutic potential - and Dentistry
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