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Respiratory tract infections (RTIs) remain a major
global health burden, with upper RTIs accounting
for more than 12.8 billion cases annually and lower
RTIs responsible for 2.4 million deaths worldwide
1.2l This burden is further compounded by the
emergence of pathogens such as SARS-CoV-2,
Influenza A/B, and their novel variants, as well as the
frequent occurrence of bacterial co-infections.
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MeltArray

Two-dimensional tag-based detection using a combination of fluorescence

Primer2
Cycle number (Ct)

Real-time PCR

Quantitative detection based on gPCR technology using TagMan probes.

P
-
O
L
-
LL]
=
o
‘P
—
<
0Z
—
<
=

» Detects 32 pathogens via unique Clinical trial: 1,036 oropharyngeal (OP)

fluorescent channels and T values. swabs and 3 simulated swabs (MERS-
» Quantifies 8 bacterial species by real- CoV diluted In negatives).

time PCR Ct values. RPP-40 assay fully automated on SLAN
» Quantification Is essential for assessing qPCR / Sanity 2.0s.

colonizing bacterial species In immuno- Results In 2.5 h, minimal hands-on time.
compromised patients. LOD <500 copies/mL for all targets.
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» Clinical performance analysis showed an

overall concordance rate of 98.36—-100%
between RPP-40 and mNGS.
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RESULTS & DISCUSSION

The RPP-40 assay fills critical gaps in respiratory diagnostics by offering a robust, rapid,
and scalable solution for comprehensive detection of respiratory pathogens. lts automation-
ready design and high diagnostic accuracy make it well-suited for both routine clinical use
and outbreak-response scenarios, aligning with global priorities for enhanced RTI

management and evidence-based antimicrobial prescribing.
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