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HIV drug resistance mutations affect antiretroviral therapy (ART), leading to disease progression and the 
development of opportunistic infections.

This retrospective cohort study involved 142 adult patients with treatment failure to first-line antiretroviral therapy. 

Drug resistance mutations were determined at the RITM Aids Research Group Clinic. Sociodemographic, clinical, 
laboratory, and genotypic data were abstracted. HIV subtypes and drug resistance mutations were identified via 
Sanger sequencing. 

Associations between resistance status, occurrence of any infection, and mortality were then examined using chi-
square tests and multivariate logistic regression adjusting for key confounders.

Dual-class resistance driven by M184V, K103N, and K65R dominated first-line 
ART failures and was strongly associated with opportunistic infections—
particularly tuberculosis—and mortality. These findings underscore the need for 
routine viral-load monitoring, subtype-aware genotypic interpretation, rapid 
transition to high-barrier regimens, integrated TB screening and prophylaxis, and 
strengthened adherence support for high-risk patients.

METHOD

DISCUSSION

CONCLUSION

Of 142 patients with first-line ART failure, 
CRF01_A subtype predominated (73%), 
consistent with the local epidemiologic shift. 
52.8% harbored at least one HIV drug resistance 
mutation. 

NNRTI resistance was most frequent (94.7%), 
followed by NRTI (76.0%) and PI (9.3%) 
resistance. Dual-class resistance (NRTI + NNRTI) 
occurred in 66.7%. 

Opportunistic infections were more common among those 
with drug resistance (50.6% Vs. 22.3%; OR 3.56, p < 0.001), 
with pulmonary tuberculosis most prevalent (29.3% Vs. 
7.4%; OR 5.84, p < 0.001). Mortality among resistant patients 
was 9.3% versus 2.9% in non-resistant group, aligning with 
analyses showing that drug resistance significantly 
increases HIV/AIDS-associated mortality. 

The K65R mutation was associated with significantly 
lower odds of PTB (OR 0.16; p = 0.007) and Ols on 
multivariate analysis (OR 0.27; p = 0.013). Dual mutations 
involving M184V, K103N, and K65R were most observed.

Table 1. Association between HIV Drug Resistance and clinical outcomes

Table 2. Most prevalent HIV Drug resistance mutations 
identified in the study cohort
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