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Introduction

MIC:s of Klebicins and Klebicin cocktail on global K. pneumoniae isolates
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Killing mechanisms: * Low risk of resistance development to the Klebicin cocktail.

Pore formation « Safety established for Klebicins and Klebicin cocktail by in vitro and in vivo assays.
Peptidoglycan degradation

Nucleases (RNase/DNase)  In vivo efficacy of the klebicin cocktail demonstrated in a neutropenic mouse model of

lung infection using multiple strains of K. pneumoniae including MDR strains.
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