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INTRODUCTION

e Calidifontibacter indicus is a rare environmental
bacterium from the Dermacoccaceae family,
originally isolated from hot springs.

e Human pathogenicity has not previously been
reported.

e This is the first documented case of C. indicus
peritonitis in a continuous ambulatory peritoneal
dialysis (CAPD) patient.

Fig. 1 : Blood agar yielded moderate amount of

CASE PRESENTATlON small whitish colonies , demostrated a pure Fig. 2 : Gram stain shows Gram-
. growth of Calidifontibacter indicus. positive bacilli (GPB) seen.
o Patient: 72-year-old Malay man, ESRF on CAPD,
with comorbidities (TZDM, hypertension, CCF) Figure 3 : The graph shows the tend of WBC count in serial Continuous Ambulatory
e Symptoms: Abdominal discomfort, cloudy dialysate, Peritonela Dialysis (CAPD) fluid samples over time
but with no fever or systemic features. 00
e Examination: Stable vitals, no peritoneal irritation. 300
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organism on Gram stain.
e Peritoneal fluid culture: Small convex white colonies

on bIOOd agar (Fig. 1) but no growth on MaCConkey :?]I\?:Sdugationg 20/3/2025 22/3/2025 2713/2025 29/3/2025 3/4/2025
Agar or Sabouraud Dextrose Agar. v
o Gram stain on culture: Gram positive bacilli (Fig. 2) | | | |
» Biochemical Tests: catalase & oxidase positive. Twe 6.7 | 7 6.8
« Lab trends: Initial WBC 370/mm* in dialysate but crr 19
improved with the right therapy. (Fig. 3 & Fig. 4) PDfidcell 370 165 190 15 10
e Antimicrobial susceptibility: Low MIC (0.25-0.75 ™
g/mL) for all tested antibiotics (no clinical T T '[
breakpoints available) (Fig. 5) e Change to
« 16S RNA sequencing: 99.93% similarity to C. indicus.  andipCefazoin Eg’:g”azc"e IP |
(Flg 6) Vancomycin
Fig. 4 : Significant investigations done showed significant improvement after

switched from ip Ceftazidime and cefazolin to IP vancomycin.

TREATMENTS AND OUTCOME

e Empirical: IP ceftazidime + cefazolin, then rest ey DiffusEc:;lzCLSIl mff..:'i'!,i'ilusu MIC (pagfmL) b
fluconazole added. (Flg. 3) e 30 = n: - :::t 0.25 N/A
e Stopped empirical treatment & switched to IP D 15 e VA 0.36 NIA
vancomycin due to persistent symptoms. (Fig 4) Penicillin 10 n/a N/A 0.75 N/A
e Subsequently, clinical improvement and ﬁf{f{rfgﬁﬁ;f;_gggwucm{Letesteaitiom
normalization of dialysate cell count.
e Discharged well after completing IP vancomycin. = Aol
Fig. 5: Antibiotic sensitivity testing performed in IMR but no clinical breakpoint.
CONCLUSION
““ Metallococcus carri strain DB0510 16S ribosomal RNA, partial sequence 3
e This case underscores the need for heightened Nnemcupmmmmmmlmpl
awareness of rare pathogens in PD-related [l s syl |

infections and supports the integration of molecular ’[ 1 Do i SO DANRGOS LI Shone -
-

- Luteipulveratus flavus strain YIM 133132 16S ribosomal RNA gene, part .’

diagnostics into routine clinical practice.
e As global use of CAPD rises, reports like this may

;u‘ Yimella radicis strain py1292 16S ribosomal RNA, partial sequence
“9Yimella lutea strain YIM 45900 16S ribosomal RNA, partial sequence T TSRO PO RTINS (R NPTy W (BT (| (e
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“ Calidifontibacter terrae strain R161 16S ribosomal RNA, partial sequence

help clinicians recognize and manage unusual 9 sty 1613 e — —
infections more effectively- 7 Calidifontibacter indicus strain PCJWOZ 16S ribosomal RNA, partial sequence ':L_'l:“’“-" ['“m:l’]}-
Fig 6: Multiple identification technique includes 16S rRNA (27F and 1492R) with Sanger
CHALLENGES sequencing, Alignment done using MEGA12 (ClusterW) which Nearly full length (~1351)

fulfilled, and BLAST shown 99.93% similarity to Calidifontibacter Indicus., next best 98.08%.

e Novel pathogen — not in MALDI-ToF database. References:
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